Abstract
Screening for AI-2 signalling molecules 166
The luxCDABE-encoded luminescence response of the reporter strain V. harveyi 167 BB170 was used as the basis for determining AI-2 activity in CFS of tester strains. 168
The assay was performed as described by Lu and Roberts (1994). This primary model was used to empirically estimate the kinetic 216 parameters of conductance changes: (i) the equivalent to lag phase period (LP; min), 217 which in our case represents the time needed for conductance changes to occur in the 218 growth medium and (ii) the Maximum Slope (i.e, the rate) of Conductance Changes 219 (MSrCC, µSmin that did not present any significant difference as compared to the control samples 281 (Table 5 ). When the CFS of P. aeruginosa 108928 was used, however, the values of 282
MSrCC and area of the conductance/time curves appeared to be significantly higher 283 than in control samples for all Salmonella strains. In contrast, the T det of Salmonella 284 was shorter when the Malthus tubes were supplemented with CFS (Table 6) . 285 seems that the effect of AHLs or AI-2 signalling molecules on growth and metabolic 307 activity of the bacterium is rather dependent on the strains producing the signalling 308 compounds in the CFSs. However, although the observed differences between control 309 and treated cells were of low magnitude, they are statistically significant and basically 310 consistent over the independent trials, involving 768 independent samples in total. 311
These may suggest that in addition to the competitive (i.e., neutralization) effect of 312 QS inhibitors, which are potentially present in foods, on the activity of QS 313 compounds, the role of the latter on growth of pathogens is also affected by the type 314 of commensal food microflora capable of producing QS-like compounds. 
